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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1337 (Nitisinone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL650 (Methylprednisolone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL2106961 (Prednisolamate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL25 (Aspirin)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL389621 (Hydrocortisone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: VANDF:4021566 (Calcium channel blockers)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: RXNORM:3264 (Dexamethasone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL632 (Betamethasone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)



entity_negatively_regulates_entity/entity_positively_regulates_entity

decreases_activity_of/entity_negatively_regulates_entity

has_participant

physically_interacts_with

has_participant

entity
_negatively_regulates_entity

/physically_interacts_with

dec
re

as
es

_a
cti

vit
y_o

f/e
nt

ity
_n

eg
ati

ve
ly_

re
gula

tes
_e

nt
ity

affects
entity_positively_regulates_entity

entity
_negativ

ely_re
gulates_e

ntity

entity_positively_regulates_entity/entity_negatively_regulates_entity/physically_interacts_with

affects

entity
_negatively_regulates_entity

/physically_interacts_with

entity_negatively_regulates_entity

physically_interacts_with

entity_negatively_regulates_entity

entity_negatively_regulates_entity

entity_negatively_regulates_entity

physically_interacts_with

gene_associated_with_condition

gene_associated_with_condition

entity_negatively_regulates_entity/physically_interacts_with/entity_positively_regulates_entity

entity_negatively_regulates_entity/physically_interacts_with/entity_positively_regulates_entity

has_part/physically_interacts_with

physically_interacts_with

entit
y_p

osit
ive

ly_
regulates_e

ntit
y

entity_positively_regulates_entity

entity_negatively_regulates_entity

entity_negatively_regulates_entity

has_participant

entity_positively_regulates_entity

has_participant

gen
e_a

sso
cia

ted
_w

ith
_co

nditio
n

physically_interacts_with

physically_interacts_with

en
tit

y_
po

sit
ive

ly_
re

gu
lat

es
_e

nt
ity

m
an

ife
st

at
io

n_
of

/su
bc

la
ss

_o
f

entity_positively_regulates_entity

entity_positively_regulates_entity

Norepinephrine

Dopamine

PROPRANOLOL HYDROCHLORIDE

ADRB1

BGLAP

PAH

receptor

Catecholamines

Serotonin

Epinephrine

CYCLIC ADENOSINE MONOPHOSPHATE

alkaptonuria

Tyrosine

TAT

ADRB2

ABRINEURIN

urolithiasis

Glucagon

Nonesterified Fatty Acids

Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1671 (Propranolol hydrochloride)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1201583 (Bevacizumab)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEBI:35674 (Antihypertensive agent)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)



entity
_positively_regulates_entity

entity_positively_regulates_entity

has_participant

entity_negatively_regulates_entity

entity_negatively_regulates_entity

entity_negatively_regulates_entity

gene_associated_with_condition

manifestation_of/subclass_of

entity_negatively_regulates_entity/physically_interacts_with/entity_positively_regulates_entity

decreases_activity_of/entity_negatively_regulates_entity

entity
_positi

vely_re
gulates_e

ntity
/entity

_negatively_re
gulates_e

ntity
/physica

lly_interacts
_with

has_participant

physically_interacts_with

physically_interacts_with

gene_associated_with_condition

physically_interacts_with

physically_interacts_with

entity_negatively_regulates_entity

physically_interacts_with

physi
cally

_in
teracts

_w
ith

ph
ys

ica
lly

_in
te

ra
ct

s_
with

affects

physically_interacts_with

affects

has_participant

entity
_negatively_re

gulates_e
ntity

/entity
_positi

vely_re
gulates_e

ntity
entity_positively_regulates_entity/entity_negatively_regulates_entity/physically_interacts_with

en
tit

y_p
os

itiv
ely

_re
gulat

es
_e

ntit
y/p

hys
ica

lly
_in

ter
ac

ts_
with

entity_positively_regulates_entity

SELF_LOOP_RELATION

physically_interacts_with

gene_associated_with_condition

has
_part

ici
pan

t

CA2

Dopamine

UMOD

urolithiasis

Norepinephrine

Dextran

PAH

CYCLOSPORINE

Epinephrine

ATP8A2

alkaptonuria

BENZYLIMIDAZOLE

VDR

Tyrosine

Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL160 (Cyclosporine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1200470 (Esomeprazole sodium)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1366933 (Esmirtazapine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL730 (Nitroglycerin)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1201576 (Rituximab)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)



entity_negatively_regulates_entity/physically_interacts_with/entity_positively_regulates_entity

decreases_activity_of/entity
_negatively_regulates_entity

entity_positively_regulates_entity/subclass_of/entity_negatively_regulates_entity/physically_interacts_w
ith

has_participant

physically_interacts_with

has_participant

entity
_negatively_re

gulates_e
ntity

/physica
lly_interacts

_with

physically_interacts_with

physically_interacts_with

entity
_negatively_regulates_entity

/entity
_positiv

ely_regulates_entity

physically_interacts_with

gene_associated_with_condition

physically_interacts_with

entity_negatively_regulates_entity/physically_interacts_with

physically_interacts_with

physically_interacts_with

physically_interacts_withphysically_interacts_with

entity_negatively_regulates_entity/entity_positively_regulates_entity

phys
ica

lly
_in

ter
ac

ts_
with

physically_interacts_with

physic
ally_in

teracts
_with

physically_interacts_with

physically_interacts_with

physically_interacts_with

entity_negatively_regulates_entity

entity_negatively_regulates_entity

has_p
artic

ipant

en
tit

y_
ne

ga
tiv

el
y_

re
gu

la
te

s_
en

tit
y

SELF_LOOP_RELATION

affects

gene_asso
cia

ted_w
ith

_co
nditio

n

affects

affects

has_participant

affects

affects

Norepinephrine

Dopamine
(2-BENZHYDRYLOXYETHYL)DIETHYL-METHYLAMMONIUM IODIDE

Adrenergic receptor

PAH

DEXMEDETOMIDINE

Chromous sulfate

Serotonin

Epinephrine

alkaptonuria

BENZNIDAZOLE

TAT

METHOTREXATE

GENISTEIN

Tyrosine

PROGESTERONE

TETRACYCLINE PHOSPHATE COMPLEX

Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL778 (Dexmedetomidine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: MESH:D004364 (Pharmaceutical preparations)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1201580 (Adalimumab)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1697788 (Dexamethasone dipropionate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL85 (Risperidone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL3544908 (Azatadine maleate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1742424 (Celiprolol hydrochloride)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL43128 (Primaquine phosphate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1773 (Capecitabine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL635 (Prednisone)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1084647 (Vilanterol acetate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL34259 (Methotrexate)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL88 (Cyclophosphamide)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1290003 (Granisetron)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL2103841 (Canagliflozin)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1201572 (Etanercept)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL480 (Lansoprazole)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1064 (Simvastatin)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL729 (Lopinavir)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL689 (Mannitol)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL3545252 (Docetaxel)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1351 (Carboplatin)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1744447 (Rosuvastatin calcium)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL715 (Olanzapine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL82301 (Vicriviroc)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1201497 (Insulin glargine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL467 (Hydroxyurea)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL108 (Carbamazepine)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL27759 (Entinostat)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL1272 (Repaglinide)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL2023898 (Daclatasvir)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEBI:35530 (Beta-adrenergic antagonist)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Drug ID in KG2c: CHEMBL.COMPOUND:CHEMBL2107869 (Insulin degludec)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)
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Pharmaceutical Preparations

SIROLIMUS

THALIDOMIDE

Epinephrine

Drug ID in KG2c: CHEBI:48422 (Angiogenesis inhibitor)
Disease ID in KG2c: MONDO:0008753 (Alkaptonuria)


